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The Expression of CHST11 Controls
Epithelial-to-Mesenchymal Transition in
lung cancer cells
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Abstract

Non-small-cell lung cancer (NSCLC) is one of the most lethal cancers, for it often develops
metastasis after therapy. Previous studies have showed that cancer metastasis usually begins from
epithelial-to-mesenchymal transition (EMT), and metabolic disorder is a key mediator of lung cancer
EMT. However, the detail mechanism behind EMT process still remains unclear. In our research, both
gene expression pattern of cell lines (GSE49644) and clinical database of 246 patients (GSE31210)
are analyzed, and some genes in glycosaminoglycan biosynthesis pathways were found to be related
with EMT. Based on our analysis results and previous studies, we further investigated the role of
CHSTII in cancer metastasis and its prognostic value in NSCLC patients. Q-PCR and western
blotting results revealed that cells went through EMT showed higher expression of CHST11 as well
as some M-type markers, such as N-cadherin and Vimentin. Also, the inhibition of CHST1I does
decrease the expression of these M-type markers as well as the migration ability of cells in Boyden
chamber assay. Furthermore, silencing of CHST11 could also inhibited the expression of key EMT
transcription factor, SNAI2, which indicated that CHST1/ might controls EMT by manipulating the
expression of SNAI2. Finally, we used immunohistochemistry to examine the CHST11 protein level
in clinical NSCLC patient tissue microarray and found that patients with higher CHST11 expression
had shorten overall survival and disease-free survival than those patients who have lower CHST11
expression. In conclusion, our findings implicated that 1) The glycosaminoglycan biosynthesis
pathways and genes are important in NSCLC EMT; 2) A novel CHST11-SNAI2 pathway is involved
in EMT cell model; 3) CHST11 is a poor prognostic marker in NSCLC patients. These results might

help us to understand the role of aberrant cancer metabolism in NSCLC EMT.
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gy o WHEISERTE o RFEEEHE DLS DM Ha =403 Tblocking » /AR R&PBST » = R IE A /N -
Blocking52 k1% » IIA—4K$i8E - B cold room#87R ° B RLAPBSTE L =K » HR10578 > A

AZERGURS - =R MER NG - FLAPBST/E 3K » K107 84 - #HEIELI AECL substrate
solutionfE 57y B N EE R | e

(+—) 4HAERTE BB (Boyden Chamber)

EMTE 2 s & s IAHARRS 1 T HERE T - 5 e iU B R de kit 4R 36 075 2 R R T8
ABAER - [EIRFAIFEFLFR(8 « M) EG A SHAEES N B K M 2 R 8 LA (PVD)RE R [HFE A4S - |]
e SRR AR 2R AR b/ LA AR h Y B RE A B IRS BLARERS A TRYRE T » Se A e
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