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Abstract

The research mainly applies dynamic programming and MLE method to shorten
the antibody R & D timeframe in biomedical field. Through the sequence mapping

algorithm to speed up the specificity effective segment in the viral sequence.

To reduce the blind test experiment for the scientist. We hope to identify the
optimal biological sequence for antibody production. In traditional, the researchers
randomly find out a specific segments. We find that the new antibody manufacturing

methods(In figure 1).
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Figure 1 : The Antibody R&D Process Flow Diagram with Proposed Methodology.
In this study, we first use of statistical calculations in the antibody research. We can
effectively reduce to randomly seeking might with specificity segments time. Finally,

this study greatly enhance the success of the R&D of antibody.
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