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Abstract

Examples of translational regulations raised in textbooks are mostly limited to
regulations at initiation, for instance, Trp operon. Herein, we hope to study whether
cells undergo translational regulations during stages other than initiation. We use
luciferase reporter assay to examine repression of translation caused by CEPB3, and we
adopt various ribosome entry sites to imply that regulation of CPEB3 mainly occur at
elongation. On the other hand, comparing several CPEB3 mutants, we obtained a gene
fragment of ~200 bps which is vital to function of CPEB3. Co-Immunoprecipitation
(Co-1P) validates our findings. In our next step, we hope to understand the purpose of
repression at elongation and further explore the process of translation.
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