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Heterogeneous nuclear ribonucleoprotein K (hnRNP K) is a multifunctional protein known to be
involved in the regulation of transcription, translation, nuclear transport and signal transduction. We
have identified an alternative splicing transcript of hnRNP K lacking exon 8. This novel 1soform
(named S form compares to L form of full-length hnRNP K) encodes a protein that is 24 amino acids
depletion between RNA binding KH1 and KH2 domain. To explore the functional roles of both isoforms,
we detect their expression in several tissues (including liver, lung, kidney and heart), cell lines (MCE7,
293T, Hela, NIH3T3, WEHI, P388D1) and specimens of human mammary gland tumor by RT- PCR.
The results showed that L form was expressed in all samples, whereas S form was only expressed in cell
lines. Using Western blotting analysis, we found that L form existed in both cytosol and nuclear
fractions, and little amount of S form was detected in the nuclear extract. Furthermore, we construct the
MCFT7 cell lines that stably expressed S form or L form hnRNP K.  Growth rate analysis indicates that
the overexpression of S form of hnRNP K could decrease cell growth rate.  The molecular mechanisms
of growth inhibition by S form hnRNP K are to be further investigated. On the other hand, when we
blast the human genomic genebank, we found except the chromosome 9 containing complete hnRNP K
genomic DNA, there are near complete hnRNP K cDNA sequence appears in chromosome 2, 3, 5, and 11.
The meaning of these sequences 1s unclear.
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